for the inhibitor chemical formula.
2 R free was calculated with the 5% of reflections set aside throughout the refinement. The set of reflections for the R free calculation were kept the same for all data sets of each isoform according to those used in the data of the starting model. (Fig. 3B and Fig. S2B , respectively).
Fig. S6
The nNOS H341L active site bound with (A) (3R, 4R)-2 and (B) (2R, 4S)-6. The omit Fo -Fc density map for each inhibitor is shown at the 3.0 σ contour level. Major hydrogen bonds are depicted with dashed lines. The binding modes of 2 and 6 are the same as that seen in wild-type nNOS ( Fig. 2A and Fig. S3A, respectively) .
